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®1 HEAEHKRORERR

BT U AR —EEEF PRE R Carbapenemase
B B Carbapenemase  ESBL j7AX S Fit Refkit SMA ACV S/IA APB EAEH (mCIM)
mpC AmpC
K. aerogenes 15 - - + - - - + NT
C.freundii 1 IMP-1 - + - - - +
E.cloacae 4 IMP-1 - - + - - - +
E.cloacae 1 - - EBC + - - - + NT
E.coli 1 NDM-4 CTX-M-9 - + - - - +
NT: Not Test
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